Curves were fitted to: I z = I o [1 -2e(-t/T 1 )] where I z is the measured intensity and t is the tau delay in 180-t-90 delay. Intensities were measured for each 2D dataset obtained with a specific tau value using CCPN Analysis. Note the general topology of FMDV2 and DBD2 are similar and this is to be expected because they are identical sequences (except for the disulphide cyclisation in DBD2).
However, the cyclisation appears to elevate Nterminal and C-terminal contacts in DBD1 as well as boost RGD-based contacts.
LAP projects significant contacts across the much of the peptide sequence and it is likely these contacts are also used when binding other integrins. 
